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CLINICAL AND DEMOGRAPHIC DATA

People with obesity (n=30) | Controls (n=13) p-value

Age(years) 45,7 (+8,5) 45,5 (+8,9) 0,7

Sex (female) 22 (73,3%) 9 (69,2%) 0,8
Tobacco 3 (10%) 0 (0%) 0,2
ASA I/l 26 (86,7%) 13 (100%) 0,2
BMlI o (kg/m?2) 42,2 (£3,9) 26,7 (£1,4) <0,001*
HbAlc o 5,6 (£0,3) 5,4 (£0,2) 0,03*
Glucose o (mg/dl) 96 (+10,6) 88,6 (+7,3) 0,03*
Insulin o (mU/I) 22,3 (£10,4) 7,4 (£2) <0,001*
HOMA-IR o 5,4 (£2,9) 1,6 (£0,5) <0,001*
HOMA-IR + >3,8 20 (66,7%) 0 (0%) <0,001*
HTA w0 11 (36,7%) 1(7,7%) 0,052
DLP 0 9 (30%) 1(7,7%) 0,1
SAHS o 20 (66,7%) 0 (0%) <0,001*

Qualitative variables are expressed as n (percentage); quantitative variables as mean (* standard deviation).

* Statistically significant differences.

apnea-hypopnea syndrome.
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ASA: American Society of Anesthesiology Score; BMI: Body Mass Index; HOMA-IR Homeostatic Model Assessment
for Insulin Resistance; HbAlc: glycosylated hemoglobin; HTA: arterial hypertension; DLP: dyslipidemia; SAHS: sleep
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|2Zm CLINICAL OUTCOME

t0 (n=30) t12 (n=30) p-value
BMI (kg/m2) 42,2 (+3,9) 27,6 (£3) <0,001*
HbA1lc (%) 5,6 (x0,3) 5,2 (x0,3) <0,001*
Glucose (mg/dl) 96 (+10,6) 82,1 (+6,7) <0,001*
Insulin (mU/I) 22,3 (+10,4) 5,8 (+2,2) <0,001*
HOMA-IR 5,4 (x£2,9) 1,2 (+0,5) <0,001*
HOMA-IR « >3,8 20 (66,7%) 0 (0%) <0,001*
C-peptide (ng/mL) 2,7 (#1,1) 1,4 (+0,6) <0,001*
HTA 11 (36,7%) 6 (20%) 0,063
DLP 9 (30%) 2 (6,7%) 0,039*
TG (mg/dl) 133 (x47) 87,4 (£23) <0,001*
Total cholesterol (mg/dl) 208 (+31) 186 (+29) <0,001*
LDL (mg/dl) 133 (+25) 111 (+25) 0.001*
HDL (mg/dl) 49,2 (+10) 57 (x12) <0,001*

Qualitative variables are expressed as n (percentage); quantitative variables as mean (tstandard deviation).

* Statistically significant differences.

BMI: Body Mass Index; HbAlc: glycosylated hemoglobin; HOMA-IR Homeostatic Model Assessment for Insulin
Resistance; HTA: arterial hypertension; DLP: dyslipidemia; TG: triglycerides; LDL: Low Density Lipoprotein; HDL:

High Density Lipoprotein.
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GENES VALIDATING DIFFERENTIAL EXPRESSION BY gqPCR

Gene Type Subcutaneous Omentum Mesentery Peritoneum
VCAN Proteoglycan ¢ * * ¥
PRG4 Proteoglycan *x
SRGN Proteoglycan * e
S100A8 Secreted factor * & * *
CRISPLD2 ECM Glycoprotein *
THBS1 ECM Glycoprotein i *
ADAMTS1 ECM Regulator - * *
ADAMTS4 ECM Regulator " * * %
ADAMTSY ECM Regulator *
MMP19*** ECM Regulator - - - _
HAS1 ECM Constituent / * * %

Cell Migration

¢ : under-expression in the obese group (p < 0.05); *: over-expression in the obese group (*: p < 0.05; **: p < 0.01).
***MMP19: expression data not assessable.
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Omental AT: HAS1, ADAMST4, THBS1, S100A8, VCAN

CLUSTER IDENTIFICATION
Mesenteric AT: HAS1, ADAMSTA4,1,9, THBS1, S100A8

| CORRELATIONS |
INSULIN RESISTANCE . Peritoneum: ADAMST4
(HOMA-IR)
b4
Y FSOw

NAPOLI
2023 S




Gene expression (dCt)

RELATIONSHIP BETWEEN GENE EXPRESSION AND 12m METABOLIC OUTCOME
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CONCLUSIONS
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Overall, our findings show a relationship between the overexpression of some ECM-related genes in visceral tissues
of obese patients and altered glucose metabolism.
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